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	Title: Integrative Omics Analysis Reveals Novel Insights into Multi-Omics Profiles of Leukemia
General Comments from Reviewer: - Article beautifully demonstrate large scale integration of molecular and clinical data in stratifying leukemia (multi-omics) into sub-groups providing novel insights & possible biomarkers for AML. Methods are robust, and results encouraging; however, the technical portions of manuscript could be presented more clearly to improve transparency in addition to a stronger discussion on clinical relevance. If the text was revised accordingly, a valuable addition to leukemia research and personalized medicine could be introduced.
· This article is an integrative analysis of multiple omics data (transcriptomics, metabolomics and epigenomic) aimed to unveil the underlying molecular mechanisms in leukemia (AML and ALL). A multi-omics study design increases robustness and depth of the investigations.
· It is good that multiple state-of-the-art statistical techniques (GLM, RF, SVM in addition to XGB) are used for both gene selection and modeling exercises including by data removing features of the lowest importance. These approaches increase the credibility of results and their relevance to a medical setting.
· Although the introduction gives a good coverage of AML and ALL, it could provide more depth in terms of why multi-omics data are used. Better linkage of the MANF ANIMAL study aims and this gap in adult leukemia research would have strengthened the Introduction.
· This is a pretty technical, dense methodology section that will be pretty hard to follow for readers that are not technically inclined. Define or explain more about simpler terms especially: in the case of 'Weighted Gene Co-expression Network Analysis (WGCNA)' and 'Gene Set Enrichment Analysis (GSEA).
· The discussion would be good with a better comparison of the findings of this study against previous studies. How also do these biomarkers compare to those identified in previous leukemia studies? Are these trends overlapping, or are they new and recent findings?
· This article contains elements of AI-generated content in several sections, including the abstract, introduction, methods, results, discussion, and conclusion. It is suggested that these sections then be rewritten to formulate a precise and personalized for the best originality and professionalism.
· [bookmark: _GoBack]Figures should be used liberally throughout the paper to ensure clarity and professionalism.

The article can be published after minor revision.



